Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.023; wR factor = 0.058; data-to-parameter ratio = 12.6.
In the title compound, [Ni(C 9 H 10 NO 2 ) 2 (H 2 O) 2 ], the coordination geometry around the Ni II ion can be described as distorted octahedral, with two N atoms and two O atoms from phenylalaninate ligands in the basal plane and two aqua O atoms at the axial sites. The crystal packing is stabilized by intermolecular O-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds. 
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Experimental
Crystal data [Ni(C 9 H 10 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x À 1; y; z; (ii) x; y; z À 1; (iii) x; y; z þ 1; (iv) x þ 1; y; z.
Data collection: APEX2 (Bruker, 2010); cell refinement: SAINT (Bruker, 2010); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997); software used to prepare material for publication: publCIF (Westrip, 2010) .
N,O)nickel(II)
Massomeh Ghorbanloo, Nahid Shahbakhsh and Duane Choquesillo-Lazarte Comment Amino acids are of special importance among the other chemical substances since they form the basic constituents of living organisms. It is imperative to know the properties of amino acids in order to understand and explain their behavior and the synthesis of peptides, proteins and enzymes in living organisms. Also they are widely applied in food, cosmetic, pharmaceutical and chemical industry. It is known that the reactions of peptides, proteins and enzymes with metal ions are of biochemical importance but they are yet to be thoroughly understood (Thanavelan et al., 2011) . The explanation of these phenomena in the biological systems can be possible only by the determination of structure of amino acids.
Because of the importance the characterization of amino acid derivatives, here, we report the synthesis and crystal 
Experimental
All reagents were commercially available and used as received. For preparing the title compound a methanol (10 ml) solution of L-phenylalanine (2 mmol) and NaOH (2mmol) were added to a methanol solution (10 ml) of Ni(NO 3 ) 2 .6H 2 O
(1 mmol), and the mixture was refluxed for 6 h.
The X-ray quality blue crystals of the title compound were obtained by slow solvent evaporation during 5 days. Yield: 68%, mp > 400 °C. IR (cm Refinement H atoms were located in difference Fourier maps and included in the refinement as constrained idealized atoms riding on the parent atom, with C-H = 0.95 Å (aromatic groups), 1.00 Å (CH-N groups), 0.99 Å (CH 2 -Ph groups) or 0.92 Å (-NH 2 groups) and with U iso (H) = 1.2U eq (C,N). The H atoms of the aqua ligands were refined as semi-free with a distance restraint, and with U iso (H) = 1.2U eq (O). 
Computing details
Figure 1
The molecular structure of the title compound, with atom labels and anisotropic displacement ellipsoids (drawn at 50% probability level) for non-H atoms. Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l. 
